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Mapping Reads To Reference NC_000913: Coverage Depth Histogram

Average fold: 10.61 sd 3.606
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Mapping Reads To Reference NC_000913: Genome Coverage

Reference GC%

Coverage: 99.99 % ; Average fold: 10.61x +/- 3.61 ; Gaps: 21 (439 bp) ;
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Escherichia coli str_ K-12 substr _ MG1655 chromosome, complete genome_




